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Fig. 5: Alignment of StAR RT-PCR primers 
witii StAR cDNA, 

GenBank accession number U 17280 



1 CCAATGTCAAGGAGATCAAGGTC 23 

lllllllllllllllllllllll 

572 CCAATGTCAAGGAGATCAAGGTC 594 



1 ACATTCATTACTCACGAGCTGGC 23 

lllllllllllllllllllllll 

616 ACATTCATTACTCACGAGCTGGC 638 
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Fig. 6: SEQ ID NO.l: 

amino acid sequence of human StAR 



Length: 285 aa 

1 MIiLATFKLCA GSSYRHMRNM KGLRQQAVMA ISQELNRRAIj GGPTPSTWIN 

51 QVRRRSSLLG SRLEETLYSD QELAYLQQGE EAMQKAIiGIIj SNQEGWKKES 

101 QQDNGDKVMS KWPDVGKVF RLEWVDQPM ERLYEELVER MEAMGEWNPN 

151 VKEIKVIiQKI GKDTPITHEL AAEAAGNLVG PRDFVSVRCA KRRGSTCVLA 

2 01 GMDTDFGNMP EQKGVIRAEH GPTCMVLHPL AGSPSKTKLT WLLSIDLKGW 

251 LPKSIINQVTj SQTQVDFANH LRKRLESHPA SEARC 
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